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Supplementary Table 1. Primers used in the study 
 

Name Forward sequence (5’-3’) Reverse sequence (5’-3’) 

SDHA[1] GGACCTGGTTGTCTTTGGTC CCAGCGTTTGGTTTAATTGG 

AURKB TTGGACCCCAGGCTCCATCT TGTGAAGTGCCGCGTTAAGA 

INCENP GTGCAGAGGAACCAGATGCT CCTTCTCGACGAAGCTGCAC 

KRT16 AGGAGATTGCCACCTACCGC GACGGCTCGAAGAGGACGAG 

KRT14 CTTCGCACCAAGAACTGAGG TGTATTGATTGCCAGGAGGGG 

IFI44L CCTCTTCTAACAAACCCATGC TT ACTGATTTGCCCCAGTAACCT 

IFI44F CCACCGAGATGTCAGAAAGAG TGGTACATGTGGCTTTGCTC 

H2AFZ 
 

IDT Prime Time 
Hs.PT.58.895260.g 

 

BIRC5 
 

IDT assay  
Hs.PT.56a.3412462 
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